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3 <110> APPLICANT: Tsuganezawa, Keiko 

5 <120> TITLE OF INVENTION: Epimorphin of the Order Artiodactyla 
7 <130> FILE REFERENCE: P20637 

9 <140> CURRENT APPLICATION NUMBER: 09/744,9898 
10 <141> CURRENT FILING DATE: 1999-08-20 

12 <150> PRIOR APPLICATION NUMBER: JP 233892/1998 CMT^ 

13 <151> PRIOR FILING DATE: 1998-08-20 C i^| | ^ 

15 <150> PRIOR APPLICATION NUMBER: PCT/JP99/04479 

16 <151> PRIOR FILING DATE: 1999-08-20 
18 <160> NUMBER OF SEQ ID NOS : 6 

20 <170> SOFTWARE: Patentin version 3.0 

22 <210> SEQ ID NO: 1 

23 <211> LENGTH: 287 

24 <212> TYPE: PRT 

25 <213> ORGANISM: Bos 
27 <400> SEQUENCE: 1 
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77 Gin Ser Lys Ala Arg Arg Lys Met Met Phe lie 
78 
80 
81 



260 265 
lie Leu Leu Val lie Leu Gly lie lie Leu Ala 
275 280 

83 <210> SEQ ID NO: 2 

84 <211> LENGTH: 864 

85 <212> TYPE: DNA 

86 <213> ORGANISM: Bos 

88 <4 00> SEQUENCE: 2 

89 atgcgggacc ggctgccgga cctgacggcg tgtaggaaaa 
91 gttgttgttg aaaaggacca ttttatggat gatttcttcc 
93 aacagtatag cgaaaatagc tcagtatgtc gaagaagtga 
95 ctttctgcac caaacccaga aggaaaaata aaggaagagc 
97 atcaagaaaa ctgctaataa aataaggact aagttgaagt 
99 caggatgagg gtggaaaccg aacttctgtg gagcttcgga 
101 gtgctatctc gaaagtttgt ggaagtcatg acagaatata 
103 cgggagcgaa gcaaaggccg tatacagcgt cagctagaaa 
105 gatgatgagc tggaagagat gctggaaagt gggaatccct 
107 atatcagatt cacaaattac tagacaggct ctcaatgaaa 
109 atcatgaagc tggagacaag catccgtgag ctacatgaga 
111 ttcgtcgaga ctcagggtga aatgatcaac aacatagaaa 
113 gactatgtag aacatgcaaa agaagaaacg aagaaagcta 
115 agaaggaaaa tgatgttcat tattatttgt gtagttattt 
117 atcctagcaa caacattgtc atag 

120 <210> SEQ ID NO: 3 

121 <211> LENGTH: 269 

122 <212> TYPE: PRT 

123 <213> ORGANISM: Bos 
125 <400> SEQUENCE: 3 
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260 265 
<210> SEQ ID NO: 4 
<211> LENGTH: 810 
<212> TYPE: DNA 
<213> ORGANISM: Bos 
<400> SEQUENCE: 4 

atgcgggacc ggctgccgga cctgacggcg tgtaggaaaa 
gttgttgttg aaaaggacca ttttatggat gatttcttcc 
aacagtatag cgaaaatagc tcagtatgtc gaagaagtga 
ctttctgcac caaacccaga aggaaaaata aaggaagagc 
atcaagaaaa ctgctaataa aataaggact aagttgaagt 
caggatgagg gtggaaaccg aacttctgtg gagcttcgga 
gtgctatctc gaaagtttgt ggaagtcatg acagaatata 
cgggagcgaa gcaaaggccg tatacagcgt cagctagaaa 
gatgatgagc tggaagagat gctggaaagt gggaatccct 
atatcagatt cacaaattac tagacaggct ctcaatgaaa 
atcatgaagc tggagacaag catccgtgag ctacatgaga 
ttcgtcgaga ctcagggtga aatgatcaac aacatagaaa 
gactatgtag aacatgcaaa agaagaaacg aagaaagcta 
agaagggtga gtttggtctt tcagagttga 
<210> SEQ ID NO: 5 
<211> LENGTH: 287 
<212> TYPE: PRT 
<213> ORGANISM: Ovis 
<400> SEQUENCE: 5 

Met Arg Asp Arg Leu Pro Asp Leu Thr Ala Cys 

15 10 

Gly Asp Thr Thr Val Val Val Glu Lys Asp His 
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atcaggtcga 
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acgaagcaca 
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ccatcttcac 
ttgagtcccg 
tgttcatgga 
aaaatgttat 
ttaaatatca 



ggacacaact 
ggagatcaga 
cagcatcatt 
gaacaaagaa 
gagttttgat 
ccagcattca 
gactctgttt 
aactaccacc 
gtcagatatt 
tcataaagac 
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235 lie Lys Lys Thr Ala Asn Lys lie 

236 85 

238 Gin Ser Phe Asp Gin Asp Glu Gly 

239 100 

241 Arg lie Arg Arg Thr Gin His Ser 

242 115 120 

244 Val Met Thr Glu Phe Asn Glu Ala 

245 130 135 

247 Lys Gly Arg lie Gin Arg Gin Leu 

248 145 150 

250 Asp Asp Glu Leu Glu Glu Met Leu 

251 165 

253 Thr Ser Asp lie lie Ser Asp Ser 



254 



180 



256 Glu lie Glu Ser Arg His Lys Asp 

257 195 200 

259 Arg Glu Leu His Glu Met Phe Met 

260 210 215 

262 Gin Gly Glu Met lie Asn Asn He 

263 225 230 

265 Asp Tyr Val Glu His Ala Lys Glu 

266 245 

268 Gin Ser Lys Ala Arg Arg Lys Met 

269 260 

271 He Leu Leu Val He Phe Gly He 

272 275 280 

274 <210> SEQ ID NO : 6 

275 <211> LENGTH: 864 

276 <212> TYPE: DNA 

277 <213> ORGANISM: Ovis 

279 <400> SEQUENCE: 6 

280 atgcgggacc ggctgccgga cctgacggcg 
282 gttgttgttg aaaaggacca ttttatggat 
284 aacagtatag caaaaatagc tcagtatgtc 
286 ctttctgcac caaacccaga aggaaaaata 
288 atcaagaaaa ctgccaataa aattcggact 
290 caggatgagg gtggaaaccg aacttctgtg 
292 gtgctatctc gaaagtttgt ggaagtcatg 
294 cgggagcgaa gcaaaggccg tatacagcgt 
296 gatgatgagc tggaagagat gctggaaagt 
298 atatcagatt cacaaatcac tagacaggct 
300 atcatgaagc tggagacgag catccgtgag 
302 ttcgtcgaga cccagggtga aatgatcaac 
304 gactatgttg agcatgctaa agaagaaacg 
306 agaaggaaaa tgatgttcat tattatctgt 
308 atcctagcaa caacattgtc atag 
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